RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors >vhen processing the following computer readable 
form: 

Application Serial Number: (c tcp: r -> . 3^ 

Source: D iPfc 

Date Processed by STIC: rjlH \c\ _ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21 help(o)uspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help(5 uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHEC KER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.govAveb/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility thavthe disk/CD-Rom may have been affected by the treatment given to all mail coming via the Brentwood 
Mail Facility. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk 'CD-Rom, including: 

1. EFS-Bio (<http://\v>v\v.uspto.gov/ebc/cfs/do\vnIoads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
1911 South Clark Street, Crystal Mall One, Sequence Information, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, 201 1 South Clark Place, Customer Window, Box Sequence, Crystal Plaza Two. 
Lobby, Room 1B03, Arlington, Virginia 22202 

4. Federal Express Delivery, 201 1 South Clark Street, Crystal Plaza 2, Room I B03-Mailroom, Box Sequence, 
Arlington, VA 22202 
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RAW SEQUENCE LISTING DATE: 12/14/2001 

PATENT APPLICATION: US/10/005 , 3 3 8 TIME: 11:07:27 

Input Set : A:\ES.txt DOGS Not Compiy 

Output Set: N:\CRF3\12142001\I0053 38.raw C0IT8Ct8d Diskette Needed 

3 <110> APPLICANT: AVENTIS PHARMA 

5 <120> TITLE OF INVENTION: NUCLEIC ACIDS OF THE HUMAN ABCA5 , ABCA6 , ABCA9 , ABCA10 
GENES, VECTORS 

6 CONTAINING SUCH NUCLEIC ACIDS AND USES THEREOF 

8 <130> file reference: abca5 , 6, 9, 10 The type <rf errors shown exist throughout 

c-> io <140> current application number: us/lo/005, 3 3 8 the Listing. Please check subsequent 

11 <141> current filing date: 2001-12-07 sequels for simil* errors. 

13 <160> NUMBER OF SEQ ID NOS : 217 
15 <170> SOFTWARE: Patentln Ver. 2.1 

ERRORED SEQUENCES \AU^l^ _ 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 6525 
E--> 19 <212> TYPE: (ADN^ 

20 <213> ORGANISE: Homo sapiens 

22 <400> SEQUENCE: 1 

23 aaaatgttga tattttctct tagcaggctg tcaaccaggt taggttcagg tcataagttt 60 

24 ctacccacat tctttgaact gtagttgtca ttttagttta tttttcaaaa acttttgcag 120 

25 tacctttttg gtctgtcttg tgtgtgcctt gcagtgaaca gtctggattt ggacagtggt 180 

26 ctgtctgtta gttcagtttc tcaagccttt gtcacactaa taggattgga tttatgtatg 240 

27 tccagcttgg gaattattac aggaattaaa aacaactttt tagagtgctt tcctgagctc 300 

28 tctttctatt tgttccccct tctacttttt gcttccctgt ggctgctgtt tctatcctcc 360 

29 agccagagag ctagtgttta ttttctccat tgtgttacac acttgtgcag ctgcaaccac 420 

30 catatccagg gcccaatggt aggaggtaga gaagaaaagc aaaagggatt ggcctcatcc 480 

31 tcttacaacg atagttccat tgaatagaga gaaaggtttt cctgcctcag agtgttggct 540 

32 gcactaggct tttgttactg tagtctggcc ctgttaccat gggattgctt gcatgtgggg 600 

33 atacaggaga attcagaaaa gaaaaaaaga tttgctattt ctacattctc cctgagcatt 660 

34 aagacctccc ttgcccattc ctcaattcaa agctaaggct tcttctggag ctgcctctgt 720 

35 gggcggttcg ggagatacca aaggagaaaa agtaccactg ttgatatggt ggtatttcaa 780 

36 attctggtct accctatttc acatgccttg tttacttttc agagctgaca gattgctgct 840 

37 ccatgcattc tgtccagttt cctaagagag acagcttgga gtatgcttaa tccatcttac 900 

38 ctgggactga aacagctgct tattttgccg ttaaaaatta catgcagttt actgcgtggc 960 

39 tccgggtttg tttgtttgtt tttcctcttt aataggttta ttcagaaaac atgtccactg 1020 

40 caattaggga ggtaggagtt tggagacaga ccagaacact tctactgaag aattacttaa 1080 

41 ttaaatgcag aaccaaaaag agtagtgttc aggaaattct ttttccacta ttttttttat 1140 

42 tttggttaat attaattagc atgatgcatc caaataagaa atatgaagaa gtgcctaata 1200 

43 tagaactcaa tcctatggac aagtttactc tttctaatct aattcttgga tatactccag 1260 

44 tgactaatat tacaagcagc atcatgcaga aagtgtctac tgatcatcta cctgatgtca 1320 

45 taattactga agaatataca aatgaaaaag aaatgttaac atccagtctc tctaagccga 1380 

46 gcaactttgt aggtgtggtt ttcaaagact ccatgtccta tgaacttcgt ttttttcctg 1440 

47 atatgattcc agtatcttct atttatatgg attcaagagc tggctgttca aaatcatgtg 1500 

48 aggctgctca gtactggtcc tcaggtttca cagttttaca agcatccata gatgctgcca 1560 

49 ttatacagtt gaagaccaat gtttctcttt ggaaggagct ggagtcaact aaagctgtta 1620 

50 ttatgggaga aactgctgtt gtagaaatag atacctttcc ccgaggagta attttaatat 1680 

51 acctagttat agcattttca ccttttggat actttttggc aattcatatc gtagcagaaa 1740 

52 aagaaaaaaa aataaaagaa tttttaaaga taatgggact tcatgatact gccttttggc 1800 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/005 , 3 3 8 



DATE: 12/14/2001 
TIME: 11:07:27 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 



53 tttcctgggt tcttctatat acaagtttaa 

54 ttgcgacagc ttctttgtta tttcctcaaa 

55 tcctttatgg attatcatct gtattttttg 

56 caaaacatgt gggaatagtt gaattttttg 

57 tgataatcct catagaaagt tttcccaaat 

58 actgtacttt tgtgattggt attgcacagg 

59 cttcattttc aaatttgact gcaggcccat 

60 cacttaatag tatattctat gtcctcttgg 

61 aatttggctt acggagatca tctttatatt 

62 aaagaaatta tgaggagtta tcagagggca 

63 ttattgagcc agtttcttca gaatttgtag 

64 agaagacata cagaaagaag ggtgaaaatg 

65 tatatgaggg tcagattact gccttacttg 

66 tgaatattct ttgtggactc tgcccacctt 

67 gagtctcaga aatagatgaa atgtttgaag 

68 tagatataca ctttgatgtt ttgacagtag 

69 aagggatacc agccaacaat ataatacaag 

70 tgcagactat caaagataac caagctaaaa 

71 cattaggaat tgctgttctt gggaacccaa 

72 gaatggaccc ctgttctcga catattgtat 

73 gggtgacagt gttcagtact catttcatgg 

74 ctgtgatatc acaaggaatg ctgaaatgtg 

75 gggggatcgg ctaccgcctg agcatgtaca 

76 cttcactggt taaacaacat atacctggag 

77 ttgtgtatag cttgcctttc aaggacatgg 
7 8 acagtcattc aaatttgggt gtcatttctt 

79 tatttttaaa gctagaagtt gaagcagaaa 

80 agcagccact ggaggaagaa atggattcaa 

81 ttattctttc tgaaaccaag gcttctctag 

82 tgtatacaat agcaaagttt catttcttta 

83 cagtgttgct tctgctttta atttttttca 

84 actcttttaa aaatgctgtg gttcccatca 

85 ctggagacaa accacataaa tacaaaacaa 

86 atatcagtga tcttattagc tttttcacaa 

87 acagtgacta tgtatccgtg gctccccata 

88 aggactatgt ttttgcagct gttttcaaca 

89 tgaatatcat tagtaactac tatctttatc 

90 ggagtacccc attctttcaa gaaattactg 

91 aagcagcttt gcttggaatc attgttactg 

92 cagagaatca taagatcaaa gcttatactc 

93 catattggat tggacaagct gttgttgata 

94 tgctaggaag cttactggca tttcattatg 

95 ctgtggtttt ttgccttatt ggttatgttc 

96 ctttcacctt taagaaaatt ttaaatacca 

97 cagcgttgnc ttgtattgca atcactgaaa 
98 
99 



ctattcttca ttatgccttt tgtatcatca 
tttctttcat aaagatttct tggaagaatg 

100 gggataggct ttcagtagct gttatatcgc 

101 tcttacaata ctatgagaaa aaatatggag 



tttttcttat 
gtagcagcat 
ctttaatgct 
ttactgtggc 
cgttagtgtg 
tcatgcattt 
atcctctaat 
ctgtctatct 
ttctgaagcc 
atgttaatgg 
gaaaagaagc 
tggaggcttt 
gccacagtgg 
ctgatgggtt 
caagaaaaat 
aagaaaattt 
aagtgcagaa 
aattaagtgg 
agatactgct 
ggaatctttt 
atgaagctga 
ttggttcttc 
tagacaaata 
ctactttatt 
acaaattttc 
atggtgtttc 
ttgaccaagc 
aatcttttga 
tgagcaccat 
ccttgaaacg 
cagttcagat 
aacttgttcc 
gtctgcttct 
gccagaacat 
gtgcggcttt 
gtactatggt 
atttaaatgt 
atatagtttt 
caatgccacc 
aacttaaact 
tccccttatt 
gattatattt 
catcagttat 
aagaattttg 
taactttctt 
ttccaatcta 
tacgaaaaaa 
cttacctgca 
gcagatcaat 



gtcccttctt 
tgtgatattt 
gacacctctt 
ttttggattt 
gcttttcagt 
agaagatttt 
tattacaatt 
tgatcaagtc 
ttcatattgg 
aaatattagt 
cataagaatt 
gagaaatttg 
aacaggaaag 
tgcatctata 
gattggcatt 
atcaattttg 
ggttttacta 
tggtcaaaaa 
gctagatgaa 
aaaatacaga 
cattcttgca 
aatgttcctc 
ttgtgccaca 
acaacagaat 
aggtttgttt 
catgacgact 
agattatagt 
tgaaatggaa 
gagcctttgg 
tgaaagtaaa 
ttttatgttt 
agacttatat 
tcaaaattct 
aatggtgacg 
aaatgtgatg 
ttattcttta 
gactgaaacc 
taaaattgag 
ttactttgcc 
ttcaggtctt 
ttttatcatt 
ttatactgta 
tctgttcact 
gtcatttatc 
tatgggatac 
tccacttcta 
tgtggacacc 
gtgtgtactg 
aagaaaagat 



atggcagtca 
ctgctttttt 
tttaaaaaat 
attggcctta 
cctttctgtc 
aatgaaggtg 
atcatgctca 
attccagggg 
tcaaagagta 
tttagtgaaa 
agtggtattc 
tcatttgaca 
agtacattga 
tatggacaca 
tgtccacagt 
gcttcaatca 
gatttagaca 
agaaagctgt 
ccaacagctg 
aaagccaatc 
gataggaaag 
aaaagtaaat 
gaatctcttt 
gaccaacaac 
tctgccctag 
ttggaagacg 
gtatttactc 
cagagcttac 
aaacaacaga 
tcagtgagat 
ttggttcatc 
tttctaaaac 
gctgactcag 
atgattaatg 
cattcagaaa 
cctatattag 
atccagatct 
ctgtattttc 
atggaaaatg 
ttgccatctg 
cttattttga 
aagttccttg 
tatattgctt 
tattctgtgg 
acaattgcaa 
ggttgcctga 
tataatccat 
tggattttcc 
ccctttttca 



1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/005 , 3 3 8 



DATE: 12/14/2001 
TIME: 11:07:27 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 

102 gaaacctttc aacgaagtct aaaaatagga agcttccaga accaccagac aatgaggatg 4800 

103 aagatgaaga tgtcaaagct gaaagactaa aggtcaaaga gctgatgggt tgccagtgtt 4860 

104 gtgaggagaa accatccatt atggtcagca atttgcataa agaatatgat gacaagaaag 4920 

105 attttcttct ttcaagaaaa gtaaagaaag tggcaactaa atacatctct ttctgtgtga 4980 

106 aaaaaggaga gatcttagga ctattgggtc caaatggtgc tggcaaaagc acaattatta 5040 

107 atattctggt tggtgatatt gaaccaactt caggccaggt atttttagga gattattctt 5100 

108 cagagacaag tgaagatgat gattcactga agtgtatggg ttactgtcct cagataaacc 5160 

109 ctttgtggcc agatactaca ttgcaggaac attttgaaat ttatggagct gtcaaaggaa 5220 

110 tgagtgcaag tgacatgaaa gaagtcataa gtcgaataac acatgcactt gatttaaaag 5280 

111 aacatcttca gaagactgta aagaaactac ctgcaggaat caaacgaaag ttgtgttttg 5340 

112 ctctaagtat gctagggaat cctcagatta ctttgctaga tgaaccatct acaggtatgg 5400 

113 atcccaaagc caaacagcac atgtggcgag caattcgaac tgcatttaaa aacagaaagc 5460 

114 gggctgctat tctgaccact cactatatgg aggaggcaga ggctgtctgt gatcgagtag 5520 

115 ctatcatggt gtctgggcag ttaagatgta tcggaacagt acaacatcta aagagtaaat 5580 

116 ttggaaaagg ctactttttg gaaattaaat tgaaggactg gatagaaaac ctagaagtag 5640 

117 accgccttca aagagaaatt cagtatattt tcccaaatgc aagccgtcag gaaagttttt 5700 

118 cttctatttt ggcttataaa attcctaagg aagatgttca gtccctttca caatcttttt 5760 

119 ttaagctgga agaagctaaa catgcttttg ccattgaaga atatagcttt tctcaagcaa 5820 

120 cattggaaca ggtttttgta gaactcacta aagaacaaga ggaggaagat aatagttgtg 5880 

121 gaactttaaa cagcacactt tggtgggaac gaacacaaga agatagagta gtattttgaa 5940 

122 tttgtattgt tcggtctgct tactgggact tctttctttt tcacttaatt ttaactttgg 6000 

123 tttaaaaagt tttttattgg aatggtaact ggagaaccaa gaacgcactt gaaatttttc 6060 

124 taagctcctt aattgaaatg ctgtggttgt gtgttttgct tttctttaaa taaaacgtat 6120 

125 gtataattaa gtgaagctgc atgtttgtat tgaagtatat tgaactatat agtttgtatg 6180 

126 tcatcttttt caccattcag aaacagtgct tctgaatttg tgatttaaag gaattgtaat 6240 

127 agaatagttt tatttttaag ttatctttaa gtttatgcca tcttcttaaa taagtacgta 6300 

128 atgttccaat ctaaataaaa aactaataca taactaatgc atagaaaaga tacataaagc 6360 

129 aatgtgaaag tttcttgctt ctccttttta atttctaaaa aagccacttt gaatggaagt 6420 

130 tgtcatccgt aaaagctgaa gtgtaagcac taggaaatct caatatagag atttgaggaa 6480 

131 agttatatcc actaggtggc agtcattgat cataataagt gaaat 6525 

134 <210> SEQ ID NO: 2 

135 <211> LENGTH: 5296 

136 <212> TYPE: ADN 

137 <213> ORGANISM: Homo sapiens 

139 <400> SEQUENCE: 2 

140 ctgctggagt aggcacccat ttaaagaaaa aatgaagaag cagcaataaa gaagttgtaa 60 

141 tcgttaccta gacaaacaga gaactggttt tgacagtgtt tctagagtgc tttttattat 120 

142 tttcctgaca gttgtgttcc accatgatta ctttctcctt cagcgaatag gctaaatgaa 180 

143 tatgaaacag aaaagcgtgt atcagcaaac caaagcactt ctgtgcaaga attttcttaa 240 

144 gaaatggagg atgaaaagag agagcttatt ggaatggggc ctctcaatac ttctaggact 300 

145 gtgtattgct ctgttttcca gttccatgag aaatgtccag tttcctggaa tggctcctca 360 

146 gaatctggga agggtagata aatttaatag ctcttcttta atggttgtgt atacaccaat 420 

147 atctaattta acccagcaga taatgaataa aacagcactt gctcctcttt tgaaaggaac 480 

148 aagtgtcatt ggggcaccaa ataaaacaca catggacgaa atacttctgg aaaatttacc 540 

149 atatgctatg ggaatcatct ttaatgaaac tttctcttat aagttaatat ttttccaggg 600 

150 atataacagt ccactttgga aagaagattt ctcagctcat tgctgggatg gatatggtga 660 

151 gttttcatgt acattgacca aatactggaa tagaggattt gtggctttac aaacagctat 720 

152 taatactgcc attatagaaa tcacaaccaa tcaccctgtg atggaggagt tgatgtcagt 780 

153 tactgctata actatgaaga cattaccttt cataactaaa aatcttcttc acaatgagat 840 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/00 5 , 3 3 8 



DATE: 12/14/2001 
TIME: 11:07:27 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I0053 3 8.raw 



154 
155 
156 
157 
158 
159 
160 
161 
162 
163 
164 
165 
166 
167 
168 
169 
170 
171 
172 
173 
174 
175 
176 
177 
178 
179 
180 
181 
182 
183 
184 
185 
186 
187 
188 
189 
190 
191 
192 
193 
194 
195 
196 
197 
198 
199 
200 
201 
202 



gtttatttta 
aacaaaagag 
attctggctc 
tacaattatc 
actctttttt 
aaagaaagct 
gggattcact 
tagccctttt 
tggtgtaatt 
gttgcttttg 
ctatggagat 
acaccaaagg 
tgattatttt 
tgttaagaag 
tgacatatat 
actgctaaat 
taaaaatctc 
tcaattcaat 
aataaaaggg 
ggacatgcaa 
gctgactttt 
tactggattg 
agatcatgtg 
aaaagtgatc 
aaggtggggt 
aataacatcc 
aaagcttgta 
tctggataag 
tgaagtcttt 
gatgataaga 
aatgcagaca 
gctccgtttc 
tggaatcgca 
gatcgattgg 
accccgtacc 
atcactgaag 
tgatggcctc 
ttcagttgtg 
caatgggcta 
tcctcttagc 
ggttctatgt 
tgctaagtcc 
actagtggac 
agaaaacatg 
tcctggttat 
aaggagaaaa 
ttccatcact 
tccttcatat 
cagagaattt 



ttcttcttgc 
agaaaaaagt 
tcctggggtc 
ataacattca 
ttatatggct 
gtcctcacca 
gtattttatg 
gcctttacta 
tttcctgacc 
gatggtctca 
gagcgccatt 
actaatgcta 
gaaccagtag 
gaatataaag 
gaaggtcaaa 
attcttaatg 
tctgaaatgc 
gttcaatttg 
attcatctaa 
aacattcaag 
gggattacca 
gatccctttt 
atccttttca 
atgtccaatg 
cttggatatc 
ttcattactc 
tatactttgc 
tgttctgacc 
atgaaactgg 
gactcagaaa 
gctgtgagtg 
ttaaagttaa 
atattccctt 
gaatttaaaa 
agcctgttga 
catcaaaata 
tcatacaatg 
tgtaatacca 
cttcaaatgt 
cacataggac 
agcatttctc 
cagctatgga 
gtcagcttct 
cagtaccttc 
gcagcttctc 
aacagtggcc 
ttaatcaatc 
accttgcttg 
ccagaggcaa 



ttcatttctc 
ctaagaattt 
taatctatgc 
cccaaattat 
tatctttggt 
atttggttgt 
aacaacttcc 
ctggaatgat 
cttcaggaga 
tctacttgct 
attctccttt 
aggttattga 
ctcctgaatt 
gaaaatctgg 
tcacggcaat 
gattgtctgt 
aagacttgga 
acatactcac 
aggaagtgga 
ataaccttgc 
ttttaggaga 
ccagagatca 
gtacccagtc 
ggagactgaa 
acctaagttt 
atcacatccc 
cactggaaag 
agggagtgac 
aaggacagtc 
gcctcaatga 
acatgggcct 
aacgtcaaac 
tgattgttga 
acgaattgta 
tcatcaataa 
tacttttgga 
gagctatcat 
agagattgca 
ttaatcacac 
tctggactgg 
cttatatcac 
tttcaggcct 
tcattttaat 
ttattacaag 
ttgtcttctt 
tttggtcatt 
attttgacct 
gatttaaaac 
attttgaatt 



cccacttgta 
gatgaaaatg 
tggcttcatc 
agtcatgact 
agctttggtg 
gtttctcctt 
ttcatctctg 
tcagattatc 
ctcatataca 
attggcatta 
atttttcttg 
gaaagaaatc 
ccaaggaaaa 
aaaagtggaa 
cctgggtcac 
tccaacagaa 
ggaaatcaga 
cgtgaaggaa 
acaagaggta 
taaacattta 
tcctcaaatt 
agtgtggagc 
catggatgag 
gtgtgcaggt 
acataggaat 
cgatgctaaa 
gacaaataca 
aggttatgac 
aactatcgaa 
aatggagctg 
ctggagaatg 
taaagtgtta 
aaatataata 
ttttctctct 
cacagaatca 
agtagatgac 
agtttctggt 
ctgttttcca 
acaacatatt 
gttgccggat 
catgggcagc 
ctacacttct 
tctcctttta 
ccaaattgtg 
catatatatg 
ttacttcttt 
aagtatattg 
ttttttggaa 
gagtgccact 



tattttatat 
atgggtctcc 
tttattattt 
ggcttcatgg 
ttcctgatga 
accctctttt 
gagtggattt 
aaactggatt 
atgatagcaa 
tactttgaca 
aattcatcat 
gatgctgagc 
gaagccatca 
gcattgaaag 
agtggagctg 
ggatcagtta 
aagataactg 
aacctcagcc 
caacgaatat 
agtgaaggac 
ttgcttttag 
ctcctgagag 
gctgacatcc 
tcttctatgt 
gaaatatgta 
ttaaaaacag 
tttccagatc 
atttccatgt 
caagatttcg 
gctcactctt 
caagtctttg 
ttgaccctat 
tatgctatgt 
cctggacaac 
aatattgaag 
tttgaaaaca 
aaacaaaagg 
attcttatga 
cgaattgagt 
ggttcctttt 
atcagtgatt 
gcttactggt 
atgtatttaa 
tttgctttgg 
atatcattta 
tttgcctcca 
attaccacca 
gtgagagacc 
gattttctag 



cactcaatgt 
aagattcagc 
ccatattcat 
tcatatttat 
gtgtgctgtt 
ggggatgtct 
tgaatatttg 
ataacttgaa 
ctttttctat 
aaattttacc 
cttgtttcca 
atccctctga 
gaatcagaaa 
gcttgctctt 
gcaaatcttc 
ccatctataa 
gcgtctgtcc 
tgtttgctaa 
tattggaatt 
agaaaagaaa 
atgaaccaac 
agcgtagagc 
tggctgatag 
ttttgaaaag 
acccagaaca 
aaaacaaaga 
ttttcagtga 
caactctaaa 
aacaagtgga 
ccttctctga 
ccatggcacg 
tattggtatt 
taaatgaaaa 
ttccccagga 
attttataaa 
gaaatggtac 
attatagatt 
atattatcag 
caagcccatt 
tcttattttt 
acaagaaaaa 
gtgggcaggc 
ttttctacat 
ttatagttac 
tttttcgcaa 
ccatcatgtt 
tggtattggt 
aggagcacta 
tctgcttcat 
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203 accctacttt cagactttgc tattcgtttt tgttctaaga tgcatggaac taaaatgtgg 3840 

204 aaagaaaaga atgcgaaaag atcctgtttt cagaatttcc ccccaaagta gagatgctaa 3900 

205 gccaaatcca gaagaaccca tagatgaaga tgaagatatt caaacagaaa gaataagaac 3960 

206 agccactgct ctgaccactt caatcttaga tgagaaacct gttataattg ccagctgtct 4020 

207 acacaaagaa tatgcaggcc agaagaaaag ttgcttttca aagaggaaga agaaaatagc 4080 

208 agcaagaaat atctctttct gtgttcaaga aggtgaaatt ttgggattgc taggacccag 4140 

209 tggtgctgga aaaagttcat ctattagaat gatatctggg atcacaaagc caactgctgg 4200 

210 agaggtggaa ctgaaaggct gcagttcagt tttgggccac ctggggtact gccctcaaga 4260 

211 gaacgtgctg tggcccatgc tgacgttgag ggaacacctg gaggtgtatg ctgccgtcaa 4320 

212 ggggctcagg aaagcggacg cgaggctcgc catcgcaaga ttagtgagtg ctttcaaact 4380 

213 gcatgagcag ctgaatgttc ctgtgcagaa attaacagca ggaatcacga gaaagttgtg 4440 

214 ttttgtgctg agcctcctgg gaaactcacc tgtcttgctc ctggatgaac catctacggg 4500 

215 catagacccc acagggcagc agcaaatgtg gcaggcaatc caggcagtcg ttaaaaacac 4560 

216 agagagaggt gtcctcctga ccacccataa cctggctgag gcggaagcct tgtgtgaccg 4620 

217 tgtggccatc atggtgtctg gaaggcttag atgcattggc tccatccaac acctgaaaaa 4680 

218 caaacttggc aaggattaca ttctagagct aaaagtgaag gaaacgtctc aagtgacttt 4740 

219 ggtccacact gagattctga agcttttccc acaggctgca gggcaggaaa ggtattcctc 4800 

220 tttgttaacc tataagctgc ccgtggcaga cgtttaccct ctatcacaga cctttcacaa 4860 

221 attagaagca gtgaagcata actttaacct ggaagaatac agcctttctc agtgcacact 4920 

222 ggagaaggta ttcttagagc tttctaaaga acaggaagta ggaaattttg atgaagaaat 4980 

223 tgatacaaca atgagatgga aactcctccc tcattcagat gaaccttaaa acctcaaacc 5040 

224 tagtaatttt ttgttgatct cctataaact tatgttttat gtaataatta atagtatgtt 5100 

225 taattttaaa gatcatttaa aattaacatc aggtatattt tgtaaattta gttaacaaat 5160 

226 acataaattt taaaattatt cttcctctca aacatagggg tgatagcaaa cctgtgataa 5220 

227 aggcaataca aaatattagt aaagtcaccc aaagagtcag gcactgggta ttgtggaaat 5280 

228 aaaactatat aaactt 5296 

231 <210> SEQ ID NO: 3 

232 <211> LENGTH: 5981 

233 <212> TYPE: ADN 

234 <213> ORGANISM: Homo sapiens 

236 <400> SEQUENCE: 3 

237 attcacaatg aatgtgaaat taaaagcatg atgtagtagt gacccaaaag gaatgtgaat 60 

238 tctcctccag aacatgcaga gacccatgga tgaactgtgt ttctagattt ttcctccagc 120 

239 tttcctgaga gaaacaggtc aaaatgagca agagacgcat gagcgtgggt cagcaaacat 180 

240 gggctcttct ctgcaagaac tgtctcaaaa aatggagaat gaaaagacag accttgttgg 240 

241 aatggctctt ttcatttctt ctggtactgt ttctgtacct atttttctcc aatttacatc 300 

242 aagttcatga cactcctcaa atgtcttcaa tggatctggg acgtgtagat agttttaatg 360 

243 atactaatta tgttattgca tttgcacctg aatccaaaac tacccaagag ataatgaaca 420 

244 aagtggcttc agccccattc ctaaaaggaa gaacaatcat ggggtggcct gatgaaaaaa 480 

245 gcatggatga attggatttg aactattcaa tagacgcagt gagagtcatc tttactgata 540 

246 ccttctccta ccatttgaag ttttcttggg gacatagaat ccccatgatg aaagagcaca 600 

247 gagaccattc agctcactgt caagcagtga atgaaaaaat gaagtgtgaa ggttcagagt 660 

248 tctgggagaa aggctttgta gcttttcaag ctgccattaa tgctgctatc atagaaatcg 720 

249 caacaaatca ttcagtgatg gaacagctga tgtcagttac tggtgtacat atgaagatat 780 

250 taccttttgt tgcccaagga ggagttgcaa ctgatttttt cattttcttt tgcattattt 840 

251 ctttttctac atttatatac tatgtatcag tcaatgttac acaagaaaga caatacatta 900 

252 cgtcattgat gacaatgatg ggactccgag agtcagcatt ctggctttcc tggggtttga 960 

253 tgtatgctgg cttcatcctt atcatggcca ctttaatggc tcttattgta aaatctgcac 1020 

254 aaattgtcgt cctgactggt tttgtgatgg tcttcaccct ctttctcctc tatggcctgt 1080 
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255 
256 
257 
258 
259 
260 
261 
262 
263 
264 
265 
266 
267 
268 
269 
270 
271 
27 2 
273 
274 
275 
276 
277 
278 
279 
280 
281 
282 
283 
284 
285 
286 
287 
288 
289 
290 
291 
292 
293 
294 
295 
296 
297 
298 
299 
300 
301 
302 
303 



ctttgataac 
tggttgtgtt 
atcttcctgc 
ggatggccca 
cacaaaatcc 
atttggtatt 
ctcccttgtt 
tccttgagaa 
cagaattctg 
agtgtgagag 
ctgccctcct 
tgtcagttcc 
atatagaaaa 
ttctcactgt 
aagtggagaa 
tccttgctca 
taggagatcc 
ggcaccgaat 
cccagtttat 
agctgaagtg 
taagtttgca 
acatctctga 
tggaaaggac 
gcattgagga 
gaaaatcaac 
caaaagatat 
ggaaaacaat 
gcttcctaaa 
ttagctttat 
cgtgggaact 
tgacccattt 
tgaggcgaca 
acccatctta 
tagcatgtaa 
gactacttgg 
aagagcatat 
cagcctcttt 
attcccagct 
tggatgtttc 
gcccagagga 
gctatgtctc 
gaaaaaatag 
ctactgatct 
ccttcacatt 
acttaggagc 
ttctcatttt 
gaaaggatcc 
agcctgaagg 
ctgtgcgaga 



tttagctttc 
tctccttatt 
atttttggaa 
gcttatacat 
atacctcata 
gacattatat 
tttcctgaaa 
tgaaacagat 
tgggaaggaa 
agtagaagct 
tggtcacagt 
aacatcaggt 
tatcagcaag 
gaaagaaaac 
agaggtacaa 
aaacttaagt 
tcaagttttg 
atggaatctc 
agatgaggct 
tgcaggctct 
tctgaatgaa 
tgccaaattg 
aaacaaattt 
ttatggtgtt 
tattgatgaa 
aggaagcctt 
cagtggcgtg 
gttaaagaaa 
ccctcaactt 
gtctccaaat 
actggtcatc 
gaacatagct 
caatggtgct 
tacaaaacgg 
aatttttaat 
ggattatgag 
cactccatac 
acggatttca 
cctgtacttt 
gattatattt 
atctcttgtt 
tggcatttgg 
aaatgaatat 
gattggctct 
ttcagaatct 
tcttttcatt 
tgtgttcaga 
agaggaggaa 
ctttgatgag 



ctgatgagtg 
gtcttttggg 
tggactttgt 
ttggactatg 
atagctactc 
tttgacaaaa 
tcctgttttt 
tctgatccta 
gccatcagaa 
ttgaaaggtg 
ggagctggaa 
tcagtcactg 
ttcactggat 
ctcaggctgt 
cgagttgtac 
ggtggacaaa 
ctattggatg 
ctgaaagagg 
gacattctgg 
tctctgttcc 
aggtgtgatc 
acagcacaaa 
ccagaacttt 
tccataacaa 
tcagatattg 
gttgagctgg 
gcgctctgga 
gaaagaaaaa 
ttggaacatc 
acatacttcc 
aataagacag 
atagaagtgg 
atcattgtgt 
ctgaattgct 
tcgtcagaac 
tatgggtacc 
attgcaatga 
ggcctctacc 
ttgatcctcc 
ataattcaaa 
ttcttgacat 
tcatttttct 
ggatttctag 
ctattcattt 
gaaattgtat 
ctgcgatgcc 
atttctccaa 
gatatccaga 
acacccgtca 



tgttgataaa 
ggatcctggg 
gtcttcttag 
atgtgaattc 
ttttcatgtt 
ttttgcccgc 
ggtttcaaca 
cacctaatga 
tcaaaaatct 
tggtgtttga 
aaactaccct 
tctataatca 
tttgtccaca 
ttgctaaaat 
aggaattaga 
ataggaaact 
aaccgactgc 
ggaaatcaga 
cggacaggaa 
ttaagaagaa 
cagagagtat 
gtgaagaaaa 
acagggatct 
ctttgaatga 
gaatttgggg 
aacaagtttt 
ggcagcaggt 
gcctgtggac 
tattctacga 
tctcaccagg 
ggtcaaccat 
atgcctttgg 
caggtgatga 
ttcctgtcct 
acattcagac 
gaagtaacac 
gcagcattgg 
cttctgcata 
tgctaatgca 
acctgttaat 
atgtgatttc 
tcttaattgt 
ggctattttt 
tttctgagat 
acctggcact 
tagaaatgaa 
gaagcaacgc 
tggaaagaat 
tcattgccag 



gaaacctttc 
attcccagca 
cccctttgcc 
taatgcccac 
ggtttttgac 
tgaatatgga 
cggaagggct 
ctgttttgaa 
taaaaaagaa 
catatatgaa 
gttaaacata 
cacactttca 
atccaatgtg 
aaaagggatt 
aatggaaaat 
aacttttggg 
tggattggat 
cagagtaatt 
ggtgttcata 
atggggcata 
aacatcactg 
acttgtatat 
tgatagatgt 
ggtgtttctg 
acaattacaa 
gtcttccttc 
ctgtgcaata 
tatattattg 
gtcatatcag 
acaacaacca 
tgataacttt 
aactagaaat 
aaaggatcac 
cctggatgtc 
tgacagaagc 
cttcttctgg 
tgactacaaa 
ctggtttggc 
aataatggat 
tcaaatcctg 
attcattttt 
ggtcatcttc 
tggcaccatg 
ttctcctgat 
gctaatacct 
ctgcaggaag 
tatttttcca 
gagaacagtg 
ctgtctacgg 



cttacgggct 
ttgtatacac 
ttcactgttg 
ttggattctt 
acccttctgt 
catcgatgtt 
aatcatgtgg 
ccagtgtctc 
tatgcaggga 
ggccagatca 
cttagtgggt 
agaatggctg 
caatttggat 
ttgccacatg 
attcaagaca 
attgccattt 
cctctttcaa 
ctcttcagca 
tccaatggga 
ggctaccatt 
gttaagcagc 
attttgcctt 
tctaaccaag 
aaattagaag 
actgatgggg 
cacgaaacaa 
gcaaaagttc 
ctttttggta 
aaaagttacc 
caggatcctc 
ttacattcac 
ggcacagatg 
agattttcaa 
attagcaatg 
acattttttg 
ataccgatgg 
aaaaaagctc 
caagcactgg 
tatattttta 
tgtagtattg 
cgcaatggga 
tcgatagttg 
ttaatacctc 
tccatggatt 
taccttcatt 
aaactaatga 
aacccagaag 
aatgctatgg 
aaggaatatg 
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304 caggcaaaaa gaaaaattgc ttttctaaaa ggaagaaaac aattgccaca agaaatgtct 4080 

305 ctttttgtgt taaaaaaggt gaagttatag gactgttagg acacaatgga gctggtaaaa 4140 

306 gtacaactat taagatgata actggagaca caaaaccaac tgcaggacag gtgattttga 4200 

307 aagggagcgg tggaggggaa cccctgggct tcctggggta ctgccctcag gagaatgcgc 4260 

308 tgtggcccaa cctgacagtg aggcagcace tggaggtgta cgctgccgtg aaaggtctca 4320 

309 ggaaagggga cgcaatgatc gccatcacac ggttagtgga tgcgctcaag ctgcaggacc 4380 

310 agctgaaggc tcccgtgaag accttgtcag agggaataaa gcgaaagctg cgctttgtgc 4440 

311 tgagcatcct ggggaacccg tcagtggtgc ttctggatga gccgtcgacc gggatggacc 4500 

312 ccgaggggca gcagcaaatg tggcaggtga ttcgggccac ctttagaaac acggagaggg 4560 

313 gcgccctcct gaccacccac tacatggcag aggctgaggc ggtgtgtgac cgagtggcca 4620 

314 tcatggtgtc aggaaggctg agatgtattg gttccatcca acacctgaaa agcaaatttg 4680 

315 gcaaagacta cctgctggag atgaagctga agaacctggc acaaatggag cccctccatg 4740 

316 cagagatcct gaggcttttc ccccaggctg ctcagcagga aaggttctcc tccctgatgg 4800 

317 tctataagtt gcctgttgag gatgtgcgac ctttatcaca ggctttcttc aaattagaga 4860 

318 tagttaaaca gagtttcgac ctggaggagt acagcctctc acagtctacc ctggagcagg 4920 

319 ttttcctgga gctctccaag gagcaggagc tgggtgatct tgaagaggac tttgatccct 4980 

320 cggtgaagtg gaaactcctc ctgcaggaag agccttaaag ctccaaatac cctatatctt 5040 

321 tctttaatcc tgtgactctt ttaaagataa tattttatag ccttaatatg ccttatatca 5100 

322 gaggtggtac aaaatgcatt tgaaactcat gcaataatta tcctcagtag tatttcttac 5160 

323 agtgagacaa caggcaatgt cagtgagggc gatcgtaggg cataagccta agccatacca 5220 

324 tgcagccttt gtgccagcaa ccaaatccca tgtttcctac tgtgttaagt ttaaaaatgc 5280 

325 atttattata gaattgtcta catttctgag gatgtcatgg agaatgctta attttctttc 5340 

326 tctgaacttc aaaatattaa atattttctt atttttttga ttaaagtata aattaagaca 5400 

327 ccctattgac ttccgggtaa ggggagtcaa ttgattaccc agcagcacag tatttgcttt 5460 

328 ttataattcc ctttttaaat acttgttctt aattgactgg ttttcctttt ctgtcatttt 5520 

329 tcagagttta gattgtgagt ccatgttttg tctgttgtgc ctataaagga aatttgaaat 5580 

330 ctgtatcatt ctactataaa gacacatgca cacgtatgtt tattgcagca ctgtttacaa 5640 

331 tagcaaagac ttggaaccaa ccaaaatacc cacaaatgat agaccggata aagaaaacgt 5700 

332 gacacatata caccatggaa tactatgcag ccatagaaaa ggatgagttc atattcttca 5760 

333 cagggacatg gatgaagctg gaaaccatca tcctcagcaa actaacacag gaacagaaaa 5820 

334 ccaaacaccg catgttctca ctcataagtg ggaattgaac aatgagaata catggacaca 5880 

335 gggaggggaa caccacaccc tggggcctgt tggggggatg ggggctaggg gagggatagc 5940 

336 attaggagaa atacctgatg tagatgatgg gttgatgggt g 5981 

339 <210> SEQ ID NO: 4 

340 <211> LENGTH: 6181 

341 <212> TYPE: ADN 

342 <213> ORGANISM: Homo sapiens 

344 <400> SEQUENCE: 4 

345 aattaatttt acttaggata agtgttgtta ttattgtttt tattgttgtt ctgttagtta 60 

346 ctcaaaactt cattctaatt gtgccctgag tttgttaaaa taccatactg tatttttgtg 120 

347 taacatgtaa ataggcatta atttttgaga aatagaaatg tttatcctta atgtattttt 180 

348 aatttgctaa cattgatttt ttattttctt tcctgaaata gcttatttcc taaaatgaaa 240 

349 gaatttattc tcagatgaat aatttttata tcagctattc ttatcagagc aataaacaaa 300 

350 taccaatgat gcgctcagcc aacaattcat tacactctct gaagagtaac tggacaagga 360 

351 gaaaaacata gggaaaaaac caacagaatt tgttggcatg ttctacacac agaccatggc 420 

352 ttttcagaag ccaagctgaa taaaaacagt tttaaaagag gcaaccattt gtagaggagt 480 

353 ccttgaagga ttcttcattg ttttcttgga caaaaagaga ccagtggatc caagtgcttc 540 

354 aaatacttct ctcttatttt cttaactcta ttgctctgca atatttactt taccctgtta 600 

355 atgaacagga caaaatggtt aaaaaagaga taagcgtgcg tcaacaaatt caggctcttc 660 
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356 tgtacaagaa 

357 acattgtttc 

358 cctgaacaac 

359 gtggcatata 

360 tcctttatga 

361 cttccaaaaa 

362 ctgaagttta 

363 cactgttggg 

364 tttgtagctt 

365 gtaatggagg 

366 aagggagaaa 

367 atatactttg 

368 gtaatgggtc 

369 atcttcatta 

370 actggcttca 

371 gctttcctca 

372 ttcactgtat 

373 ttgggatggg 

374 acacacctgg 

375 aaaatgatag 

376 ttatattttg 

377 cttaagtcct 

378 ataaatcctg 

379 aaagaagcca 

380 gaagcattgc 

381 cataatggag 

382 gaaggatcag 

383 agaaagaata 

384 gaaaacctca 

385 gtaaaaagaa 

386 ttaagtggtg 

387 gttttgctgc 

388 agcctcctga 

389 gaggctgaca 

390 ggatcatctt 

391 aatgaaatgt 

392 aagttaacaa 

393 aaatttccag 

394 gctgtttcag 

395 gatgaaccag 

396 gatgagtctg 

397 agtgcagctc 

398 aggcgtgaaa 

399 atcattctag 

400 cccagtatgt 

401 atcgttaata 

402 atagttttgg 

403 ggagccatca 

404 aagaaattga 



ttttcttaaa 
tagggctata 
ctcctaaagt 
caccagtcag 
aaggaagaac 
aataccatga 
attggggata 
ccatgcatgg 
ttcaagctgc 
agttgacatc 
ttatgaatga 
catcattaaa 
tccgagagtc 
tgtccatttt 
tggtgatatt 
tgagtgtttt 
tttggggatg 
tattaagtct 
ataattactt 
ccactttttt 
agcgagtttt 
cattttggtc 
agcattcctc 
taagaatcag 
aaggcatatt 
ctggtaaatc 
ccactattta 
ttggattttg 
gggtatttgc 
ttataatgga 
ggcagaagag 
tagatgaacc 
aggagcataa 
tcttggctga 
tgtttctgaa 
gtgacacaga 
cagaaagtga 
atctttacag 
tgacatctct 
attttgacat 
aaatggaaca 
tctggagacg 
ggagagctct 
agaagataat 
atttcctttc 
atacaggatc 
aaatagatga 
tagtgtctgg 
attgttttcc 



aaatggagaa 
tttgtgcatc 
cctgggaagc 
taacataaca 
agtcattggg 
aatggtggga 
tagaatccca 
tgaaattttt 
aattaatgct 
agttattgga 
atggtttcat 
tgttgcaagg 
agcattctgg 
tatggctctg 
cacactctat 
aataaggaaa 
tctgggattc 
tcttagccct 
aagtggtgtt 
cattttggca 
acctgataaa 
caaacatcaa 
tgatgattct 
aaatgttata 
ttttgacata 
aacactgcta 
taatactcaa 
tccacagttc 
taaaataaaa 
attagacatg 
aaaactaaca 
aactgctgga 
agtagaccga 
taggaaagta 
gcgaaagtgg 
aaaaatcaca 
agaaaaactt 
tgaccttgat 
gaatgaagta 
tgggaaacaa 
ggttctttgt 
acaaatctat 
tttgtgtttg 
gtataaagta 
tctggaacaa 
aaatattgaa 
ctttagaaac 
tgaccagaag 
tgttcttatg 



taaaaagaga 
ttttcggaac 
gtggatcagt 
caaaggataa 
acaccagatg 
gttatattta 
gttataaagg 
tgttacttgg 
gcaattatag 
ataaatatga 
tttacttgct 
gaaagaggaa 
ctctcctggn 
gtcataacat 
agcttatatg 
cctatgctcg 
actgtgttat 
tttgccttca 
atttttcctg 
tttgatactc 
gatggccatg 
aatactcatc 
tttgaaccgg 
aaagaatata 
tatgaaggac 
aacattctta 
ctctctgaaa 
aattttcaat 
gggattcagc 
caaagcattc 
ctagggattg 
ttggatccct 
cttatcctct 
tttctgtcta 
ggtattggat 
tcccttatta 
gtatatagtt 
aagtgttctg 
ttcttgaacc 
gagaaaatac 
tctcttcctg 
gcagtggcaa 
ttactagtac 
actcgtgaaa 
atcccgaaga 
gacctcgtgc 
agaaatggct 
gattacagat 
ggaattgtta 



gtttattgga 
acttcagagc 
ttaatgactc 
tgaataagat 
aagagaccat 
gtgatacttt 
agcactctga 
caaagtactg 
aagtcacaac 
agataccacc 
tagtttcttt 
aatttaagaa 
gattgacata 
caatctcaat 
gcctttcttt 
ctggtttggc 
acagacaact 
ctgctggaat 
atccctctgg 
ttttctattt 
gggattctcc 
atgaaatctt 
tgtctccaga 
atggaaagac 
agatcactgc 
gtggattgtc 
taactgacat 
ttgacttcct 
caaaggaagt 
aagacattat 
ccatcttagg 
tttcaagaca 
tcagtaccca 
atgggaagtt 
atcatttaag 
agcagcacat 
tgcctttgga 
accagggcat 
tagaaggaaa 
atgtgacaag 
aaacaagaaa 
cacttcgctt 
ttggaattgc 
ctcattgttg 
cgcctcttac 
attcactgaa 
cagatgatcc 
tttctgttgc 
gcaatgccct 



atggacaata 
tacccgtttt 
tggcctggta 
ggccttggct 
ggatatagaa 
ctcatatcgc 
atacacagaa 
gctaaaaggg 
aaatcattct 
tttcatttct 
ctcttctttt 
actgatgaca 
catttgcttc 
tgtatttcat 
gatagcattg 
tggatttctc 
tcctttatct 
ggcccaggtt 
ggattcatac 
gatattcaca 
attatttttc 
tgagaatgaa 
attccatgga 
tggaaaagta 
aatacttggg 
tgtttctaca 
ggaagaaatt 
cactgtgaga 
ggaacaagag 
tgctaaaaaa 
agatcctcag 
ccgagtgtgg 
attcatggat 
gaaatgtgca 
tttacacagg 
tcctgatgcc 
aaaaacgaac 
aaggaattat 
atcagcaatt 
aaatactgga 
ggctgtcagt 
cttaaagtta 
ttttatcccc 
ggagttttca 
cagcctgtta 
gtgtcaggat 
ctcctacaat 
gtgtaatacc 
tatgggaatt 



720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 



file://C:\Crf3\Outhold\VsrI005338.htm 



12/14/01 



Page 9 of 23 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/00 5 , 3 3 8 
Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 



DATE: 12/14/2001 
TIME: 11:07:27 



405 tttaacttca cggagcttat tcaaacggag agcacttcat tttctcgtga tgacatagtg 3660 

406 ctggatcttg gttttataga tgggtccata tttttgttgt tgatcacaaa ctgcgtttct 3720 

407 ccttttatcg gcatgagcag catcagcgat tataaaaaaa atgttcaatc ccagttatgg 3780 

408 atttcaggcc tctggccttc agcatactgg tgtggacagg ctctggtgga cattccatta 3840 

409 tacttcttga ttctcttttc aatacattta atttactact tcatatttct gggattccag 3900 

410 ctttcatggg aactcatgtt tgttttggtg gtatgcataa ttggttgtgc agtttctctt 3960 

411 atattcctca catatgtgct ttcattcatc tttcgcaagt ggagaaaaaa taatggcttt 4020 

412 tggtcttttg gcttttttat tatcttaata tgtgtatcca caattatggt atcaactcaa 4080 

413 tatgaaaaac tcaacttaat tttgtgcatg attttcatac cttccttcac tttgctgggg 4140 

414 tatgtcatgt tattgatcca gctcgacttt atgagaaact tggacagtct ggacaataga 4200 

415 ataaatgaag tcaataaaac cattctttta acaaccttaa taccatacct tcagagtgtt 4260 

416 attttccttt ttgtcataag gtgtctggaa atgaagtatg gaaatgaaat aatgaataaa 4320 

417 gacccagttt tcagaatctc tccacggagt agagaaactc atcccaatcc ggaagagccc 4380 

418 gaagaagaag atgaagatgt tcaagctgaa agagtccaag cagcaaatgc actcactgct 4440 

419 ccaaacttgg aggaggaacc agtcataact gcaagctgtt tacacaagga atattatgag 4500 

420 acaaagaaaa gttgcttttc aacaagaaag aagaaaatag ccatcagaaa tgtttccttt 4560 

421 tgtgttaaaa aaggtgaagt tttgggatta ctaggacaca atggagctgg taaaagtact 4620 

422 tccattaaaa tgataactgg gtgcacaaag ccaactgcag gagtggtggt gttacaaggc 4680 

423 agcagagcat cagtaaggca acagcatgac aacagcctca agttcttggg gtactgccct 4740 

424 caggagaact cactgtggcc caagcttaca atgaaagagc acttggagtt gtatgcagct 4800 

425 gtgaaaggac tgggcaaaga agatgctgct ctcagtattt cacgattggt ggaagctctt 4860 

426 aagctccagg aacaacttaa ggctcctgtg aaaactctat cagagggaat aaagagaaag 4920 

427 ctgtgctttg tgctgagcat cctggggaac ccatcagtgg tgcttctaga tgagccgttc 4980 

428 accgggatgg accccgaggg gcagcagcaa atgtggcaga tacttcaggc taccgttaaa 5040 

429 aacaaggaga ggggcaccct cttgaccacc cattacatgt cagaggctga ggctgtgtgt 5100 

430 gaccgtatgg ccatgatggt gtcaggaacg ctaaggtgta ttggttccat tcaacatctg 5160 

431 aaaaacaagt ttggtagaga ttatttacta gaaataaaaa tgaaagaacc tacccaggtg 5220 

432 gaagctctcc acacagagat tttgaagctt ttcccacagg ctgcttggca ggaaagatat 5280 

433 tcctctttaa tggcgtataa gttacctgtg gaggatgtcc accctctatc tcgggccttt 5340 

434 ttcaagttag aggcgatgaa acagaccttc aacctggagg aatacagcct ctctcaggct 5400 

435 accttggagc aggtattctt agaactctgt aaagagcagg agctgggaaa tgttgatgat 5460 

436 aaaattgata caacagttga atggaaactt ctcccacagg aagaccctta aaatgaagaa 5520 

437 cctcctaaca ttcaatttta ggtcctacta cattgttagt ttccataatt ctacaagaat 5580 

438 gtttcctttt acttcagtta acaaaagaaa acatttaata aacattcaat aatgattaca 5640 

439 gttttcattt ttaaaaattt aggatgaagg aaacaaggaa atatagggaa aagtagtaga 5700 

440 caaaattaac aaaatcagac atgttattca tccccaacat gggtctattt tgtgcttaaa 5760 

441 aataatttaa aaatcataca atattaggtt ggttttcggt tattatcaat aaagctaaca 5820 

442 ctgagaacat tttacaaata aaaatatgag ttttttagcc tgaacttcaa atgtatcagc 5880 

443 tatttttaaa cattatttac tcggattcta atttaatgtg acattgacta taagaaggtc 5940 

444 tgataaactg atgaaatggc acagcataac atttaattat aatgacattc tgattataaa 6000 

445 ataaatgcat gtgaatttta gtacatattg aagttatatg gaagaagata gccataatct 6060 

446 gtaagaaagt accgcagtta atattttctt tagccaactt atattcaatg tattttttat 6120 

447 ggatcctttt tcaaaggtag tatcagtagg catagtcatt ttctgtatct tttcacctca 6180 

448 c 6181 

451 <210> SEQ ID NO: 5 

452 <211> LENGTH: 1642 

453 <212> TYPE: PRT 

454 <213> ORGANISM: Homo sapiens 
456 <400> SEQUENCE: 5 
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457 


Met 


Ser 


Thr 


Ala 


He 


Arg 


Glu 


Val 


Gly 


Val 


Trp 


Arg 


Gin 


Thr 


Arg 


Thr 


458 


1 








5 










10 










15 




460 


Leu 


Leu 


Leu 


Lys 


Asn 


Tyr 


Leu 


He 


Lys 


Cys 


Arg 


Thr 


Lys 


Lys 


Ser 


Ser 


461 








20 










25 










30 






463 


Val 


Gin 


Glu 


He 


Leu 


Phe 


Pro 


Leu 


Phe 


Phe 


Leu 


Phe 


Trp 


Leu 


He 


Leu 


464 






35 










40 










45 








466 


lie 


Ser 


Met 


Met 


His 


Pro 


Asn 


Lys 


Lys 


Tyr 


Glu 


Glu 


Val 


Pro 


Asn 


He 


467 




50 










55 










60 










469 


Glu 


Leu 


Asn 


Pro 


Met 


Asp 


Lys 


Phe 


Thr 


Leu 


Ser 


Asn 


Leu 


He 


Leu 


Gly 


470 


65 










70 










75 










80 


472 


Tyr 


Thr 


Pro 


Val 


Thr 


Asn 


He 


Thr 


Ser 


Ser 


He 


Met 


Gin 


Lys 


Val 


Ser 


473 










85 










90 










95 




475 


Thr 


Asp 


His 


Leu 


Pro 


Asp 


Val 


He 


He 


Thr 


Glu 


Glu 


Tyr 


Thr 


Asn 


Glu 


476 








100 










105 










110 






478 


Lys 


Glu 


Met 


Leu 


Thr 


Ser 


Ser 


Leu 


Ser 


Lys 


Pro 


Ser 


Asn 


Phe 


Val 


Gly 


479 






115 










120 










125 








481 


Val 


Val 


Phe 


Lys 


Asp 


Ser 


Met 


Ser 


Tyr 


Glu 


Leu 


Arg 


Phe 


Phe 


Pro 


Asp 


482 




130 










135 










140 










484 


Met 


He 


Pro 


Val 


Ser 


Ser 


He 


Tyr 


Met 


Asp 


Ser 


Arg 


Ala 


Gly 


Cys 


Ser 


485 


145 










150 










155 










160 


487 


Lys 


Ser 


Cys 


Glu 


Ala 


Ala 


Gin 


Tyr 


Trp 


Ser 


Ser 


Gly 


Phe 


Thr 


Val 


Leu 


488 










165 










170 










175 




490 


Gin 


Ala 


Ser 


He 


Asp 


Ala 


Ala 


He 


He 


Gin 


Leu 


Lys 


Thr 


Asn 


Val 


Ser 


491 








180 










185 










190 






493 


Leu 


Trp 


Lys 


Glu 


Leu 


Glu 


Ser 


Thr 


Lys 


Ala 


Val 


He 


Met 


Gly 


Glu 


Thr 


494 






195 










200 










205 








496 


Ala 


Val 


Val 


Glu 


He 


Asp 


Thr 


Phe 


Pro 


Arg 


Gly 


Val 


He 


Leu 


He 


Tyr 


497 




210 










215 










220 










499 


Leu 


Val 


He 


Ala 


Phe 


Ser 


Pro 


Phe 


Gly 


Tyr 


Phe 


Leu 


Ala 


He 


His 


He 


500 


225 










230 










235 










240 


502 


Val 


Ala 


Glu 


Lys 


Glu 


Lys 


Lys 


He 


Lys 


Glu 


Phe 


Leu 


Lys 


He 


Met 


Gly 


503 










245 










250 










255 




505 


Leu 


His 


Asp 


Thr 


Ala 


Phe 


Trp 


Leu 


Ser 


Trp 


Val 


Leu 


Leu 


Tyr 


Thr 


Ser 


506 








260 










265 










270 






508 


Leu 


He 


Phe 


Leu 


Met 


Ser 


Leu 


Leu 


Met 


Ala 


Val 


He 


Ala 


Thr 


Ala 


Ser 


509 






275 










280 










285 








511 


Leu 


Leu 


Phe 


Pro 


Gin 


Ser 


Ser 


Ser 


He 


Val 


He 


Phe 


Leu 


Leu 


Phe 


Phe 


512 




290 










295 










300 










514 


Leu 


Tyr 


Gly 


Leu 


Ser 


Ser 


Val 


Phe 


Phe 


Ala 


Leu 


Met 


Leu 


Thr 


Pro 


Leu 


515 


305 










310 










315 










320 


517 


Phe 


Lys 


Lys 


Ser 


Lys 


His 


Val 


Gly 


He 


Val 


Glu 


Phe 


Phe 


Val 


Thr 


Val 


518 










325 










330 










335 




520 


Ala 


Phe 


Gly 


Phe 


He 


Gly 


Leu 


Met 


He 


He 


Leu 


He 


Glu 


Ser 


Phe 


Pro 


521 








340 










345 










350 






523 


Lys 


Ser 


Leu 


Val 


Trp 


Leu 


Phe 


Ser 


Pro 


Phe 


Cys 


His 


Cys 


Thr 


Phe 


Val 


524 






355 










360 










365 








526 


He 


Gly 


He 


Ala 


Gin 


Val 


Met 


His 


Leu 


Glu 


Asp 


Phe 


Asn 


Glu 


Gly 


Ala 


527 




370 










375 










380 










529 


Ser 


Phe 


Ser 


Asn 


Leu 


Thr 


Ala 


Gly 


Pro 


Tyr 


Pro 


Leu 


He 


He 


Thr 


He 



file://C:\Crf3\Outhold\VsrI005338.htm 



12/14/01 



9 



Page 1 1 of 23 



RAW SEQUENCE LISTING DATE: 12/14/2001 

PATENT APPLICATION: US/10/005 , 3 3 8 TIME: 11:07:27 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 



530 


385 










390 










395 










400 


532 


He 


Met 


Leu 


Thr 


Leu 


Asn 


Ser 


He 


Phe 


Tyr 


Val 


Leu 


Leu 


Ala 


Val 


Tyr 


533 










405 










410 










415 




535 


Leu 


Asp 


Gin 


Val 


He 


Pro 


Gly 


Glu 


Phe 


Gly 


Leu 


Arg 


Arg 


Ser 


Ser 


Leu 


536 








420 










425 










430 






538 


Tyr 


Phe 


Leu 


Lys 


Pro 


Ser 


Tyr 


Trp 


Ser 


Lys 


Ser 


Lys 


Arg 


Asn 


Tyr 


Glu 


539 






435 










440 










445 








541 


Glu 


Leu 


Ser 


Glu 


Gly 


Asn 


Val 


Asn 


Gly 


Asn 


He 


Ser 


Phe 


Ser 


Glu 


He 


542 




450 










455 










460 










544 


He 


Glu 


Pro 


Val 


Ser 


Ser 


Glu 


Phe 


Val 


Gly 


Lys 


Glu 


Ala 


He 


Arg 


He 


545 


465 










470 










475 










480 


547 


Ser 


Gly 


He 


Gin 


Lys 


Thr 


Tyr 


Arg 


Lys 


Lys 


Gly 


Glu 


Asn 


Val 


Glu 


Ala 


548 










485 










490 










495 




550 


Leu 


Arg 


Asn 


Leu 


Ser 


Phe 


Asp 


He 


Tyr 


Glu 


Gly 


Gin 


He 


Thr 


Ala 


Leu 


551 








500 










505 










510 






553 


Leu 


Gly 


His 


Ser 


Gly 


Thr 


Gly 


Lys 


Ser 


Thr 


Leu 


Met 


Asn 


He 


Leu 


Cys 


554 






515 










520 










525 








556 


Gly 


Leu 


Cys 


Pro 


Pro 


Ser 


Asp 


Gly 


Phe 


Ala 


Ser 


He 


Tyr 


Gly 


His 


Arg 


557 




530 










535 










540 










559 


Val 


Ser 


Glu 


He 


Asp 


Glu 


Met 


Phe 


Glu 


Ala 


Arg 


Lys 


Met 


He 


Gly 


He 


560 


545 










550 










555 










560 


562 


Cys 


Pro 


Gin 


Leu 


Asp 


He 


His 


Phe 


Asp 


Val 


Leu 


Thr 


Val 


Glu 


Glu 


Asn 


563 










565 










570 










575 




565 


Leu 


Ser 


He 


Leu 


Ala 


Ser 


He 


Lys 


Gly 


He 


Pro 


Ala 


Asn 


Asn 


He 


He 


566 








580 










585 










590 






568 


Gin 


Glu 


Val 


Gin 


Lys 


Val 


Leu 


Leu 


Asp 


Leu 


Asp 


Met 


Gin 


Thr 


He 


Lys 


569 






595 










600 










605 








571 


Asp 


Asn 


Gin 


Ala 


Lys 


Lys 


Leu 


Ser 


Gly 


Gly 


Gin 


Lys 


Arg 


Lys 


Leu 


Ser 


572 




610 










615 










620 










574 


Leu 


Gly 


He 


Ala 


Val 


Leu 


Gly 


Asn 


Pro 


Lys 


lie 


Leu 


Leu 


Leu 


Asp 


Glu 


575 


625 










630 










635 










640 


577 


Pro 


Thr 


Ala 


Gly 


Met 


Asp 


Pro 


Cys 


Ser 


Arg 


His 


He 


Val 


Trp 


Asn 


Leu 


578 










645 










650 










655 




580 


Leu 


Lys 


Tyr 


Arg 


Lys 


Ala 


Asn 


Arg 


Val 


Thr 


Val 


Phe 


Ser 


Thr 


His 


Phe 


581 








660 










665 










670 






583 


Met 


Asp 


Glu 


Ala 


Asp 


He 


Leu 


Ala 


Asp 


Arg 


Lys 


Ala 


Val 


He 


Ser 


Gin 


584 






675 










680 










685 








586 


Gly 


Met 


Leu 


Lys 


Cys 


Val 


Gly 


Ser 


Ser 


Met 


Phe 


Leu 


Lys 


Ser 


Lys 


Trp 


587 




690 










695 










700 










589 


Gly 


He 


Gly 


Tyr 


Arg 


Leu 


Ser 


Met 


Tyr 


He 


Asp 


Lys 


Tyr 


Cys 


Ala 


Thr 


590 


705 










710 










715 










720 


592 


Glu 


Ser 


Leu 


Ser 


Ser 


Leu 


Val 


Lys 


Gin 


His 


He 


Pro 


Gly 


Ala 


Thr 


Leu 


593 










725 










730 










735 




595 


Leu 


Gin 


Gin 


Asn 


Asp 


Gin 


Gin 


Leu 


Val 


Tyr 


Ser 


Leu 


Pro 


Phe 


Lys 


Asp 


596 








740 










745 










750 
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Met 


Asp 


Lys 


Phe 


Ser 


Gly 


Leu 


Phe 


Ser 


Ala 


Leu 


A sp 


Ser 


His 


Ser 


Asn 


599 






755 










760 
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Leu 


Gly 


Val 


He 


Ser 


Tyr 


Gly 


Val 


Ser 


Met 


Thr 


Thr 


Leu 


Glu 


Asp 


Val 



602 770 775 780 
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604 Phe Leu Lys Leu Glu Val Glu Ala Glu lie Asp Gin Ala Asp Tyr Ser 

605 785 790 795 800 

607 Val Phe Thr Gin Gin Pro Leu Glu Glu Glu Met Asp Ser Lys Ser Phe 

608 805 810 815 

610 Asp Glu Met Glu Gin Ser Leu Leu lie Leu Ser Glu Thr Lys Ala Ser 

611 820 825 830 

613 Leu Val Ser Thr Met Ser Leu Trp Lys Gin Gin Met Tyr Thr lie Ala 

614 835 840 845 

616 Lys Phe His Phe Phe Thr Leu Lys Arg Glu Ser Lys Ser Val Arg Ser 

617 850 855 860 

619 Val Leu Leu Leu Leu Leu lie Phe Phe Thr Val Gin lie Phe Met Phe 

620 865 870 875 880 

622 Leu Val His His Ser Phe Lys Asn Ala Val Val Pro He Lys Leu Val 

623 885 890 895 

625 Pro Asp Leu Tyr Phe Leu Lys Pro Gly Asp Lys Pro His Lys Tyr Lys 

626 900 905 910 

628 Thr Ser Leu Leu Leu Gin Asn Ser Ala Asp Ser Asp He Ser Asp Leu 

629 915 920 925 

631 He Ser Phe Phe Thr Ser Gin Asn He Met Val Thr Met He Asn Asp 

632 930 935 940 

634 Ser Asp Tyr Val Ser Val Ala Pro His Ser Ala Ala Leu Asn Val Met 

635 945 950 955 960 

637 His Ser Glu Lys Asp Tyr Val Phe Ala Ala Val Phe Asn Ser Thr Met 

638 965 970 975 

640 Val Tyr Ser Leu Pro He Leu Val Asn He lie Ser Asn Tyr Tyr Leu 

641 980 985 990 

643 Tyr His Leu Asn Val Thr Glu Thr He Gin He Trp Ser Thr Pro Phe 

644 995 1000 1005 

646 Phe Gin Glu He Thr Asp He Val Phe Lys He Glu Leu Tyr Phe Gin 

647 1010 1015 1020 

649 Ala Ala Leu Leu Gly He He Val Thr Ala Met Pro Pro Tyr Phe Ala 

650 1025 1030 1035 1040 

652 Met Glu Asn Ala Glu Asn His Lys He Lys Ala Tyr Thr Gin Leu Lys 

653 1045 1050 1055 

655 Leu Ser Gly Leu Leu Pro Ser Ala Tyr Trp He Gly Gin Ala Val Val 

656 1060 1065 1070 

658 Asp He Pro Leu Phe Phe He He Leu He Leu Met Leu Gly Ser Leu 

659 1075 1080 1085 

661 Leu Ala Phe His Tyr Gly Leu Tyr Phe Tyr Thr Val Lys Phe Leu Ala 

662 1090 1095 1100 

664 Val Val Phe Cys Leu He Gly Tyr Val Pro Ser Val He Leu Phe Thr 

665 1105 1110 1115 1120 

667 Tyr He Ala Ser Phe Thr Phe Lys Lys He Leu Asn Thr Lys Glu Phe 

668 1125 1130 1135 
E--> 67 0 Trp Ser Phe lie Tyr Ser Val Ala Ala Leu Xaa Cys He Ala He Thr 

671 1140 1145 1150 

673 Glu He Thr Phe Phe Met Gly Tyr Thr He Ala Thr He Leu His Tyr 

674 1155 1160 1165 

676 Ala Phe Cys He He He Pro He Tyr Pro Leu Leu Gly Cys Leu He 
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677 



1170 



1175 



1180 



679 Ser Phe lie Lys lie Ser Trp Lys Asn Val Arg Lys Asn Val Asp Thr 

680 1185 1190 1195 1200 

682 Tyr Asn Pro Trp Asp Arg Leu Ser Val Ala Val lie Ser Pro Tyr Leu 

683 1205 1210 1215 

685 Gin Cys Val Leu Trp lie Phe Leu Leu Gin Tyr Tyr Glu Lys Lys Tyr 

686 1220 1225 1230 

688 Gly Gly Arg Ser lie Arg Lys Asp Pro Phe Phe Arg Asn Leu Ser Thr 

689 1235 1240 1245 

691 Lys Ser Lys Asn Arg Lys Leu Pro Glu Pro Pro Asp Asn Glu Asp Glu 

692 ~ 1250 1255 1260 

694 Asp Glu Asp Val Lys Ala Glu Arg Leu Lys Val Lys Glu Leu Met Gly 

695 1265 1270 1275 1280 

697 Cys Gin Cys Cys Glu Glu Lys Pro Ser lie Met Val Ser Asn Leu His 

698 1285 1290 1295 

700 Lys Glu Tyr Asp Asp Lys Lys Asp Phe Leu Leu Ser Arg Lys Val Lys 

701 1300 1305 1310 

703 Lys Val Ala Thr Lys Tyr lie Ser Phe Cys Val Lys Lys Gly Glu lie 

704 1315 1320 1325 

706 Leu Gly Leu Leu Gly Pro Asn Gly Ala Gly Lys Ser Thr lie lie Asn 

707 1330 1335 1340 

709 lie Leu Val Gly Asp lie Glu Pro Thr Ser Gly Gin Val Phe Leu Gly 

710 1345 1350 1355 1360 

712 Asp Tyr Ser Ser Glu Thr Ser Glu Asp Asp Asp Ser Leu Lys Cys Met 

713 * 1365 1370 1375 

715 Gly Tyr Cys Pro Gin lie Asn Pro Leu Trp Pro Asp Thr Thr Leu Gin 

716 1380 1385 1390 

718 Glu His Phe Glu lie Tyr Gly Ala Val Lys Gly Met Ser Ala Ser Asp 

719 1395 1400 1405 

721 Met Lys Glu Val lie Ser Arg lie Thr His Ala Leu Asp Leu Lys Glu 

722 1410 1415 1420 

724 His Leu Gin Lys Thr Val Lys Lys Leu Pro Ala Gly lie Lys Arg Lys 

725 1425 1430 1435 1440 

727 Leu Cys Phe Ala Leu Ser Met Leu Gly Asn Pro Gin lie Thr Leu Leu 

728 1445 1450 1455 

730 Asp Glu Pro Ser Thr Gly Met Asp Pro Lys Ala Lys Gin His Met Trp 

731 1460 1465 1470 

733 Arg Ala lie Arg Thr Ala Phe Lys Asn Arg Lys Arg Ala Ala lie Leu 

734 1475 1480 1485 

736 Thr Thr His Tyr Met Glu Glu Ala Glu Ala Val Cys Asp Arg Val Ala 

737 1490 1495 1500 

739 lie Met Val Ser Gly Gin Leu Arg Cys He Gly Thr Val Gin His Leu 

740 1505 1510 1515 1520 

742 Lys Ser Lys Phe Gly Lys Gly Tyr Phe Leu Glu He Lys Leu Lys Asp 

743 ' * 1525 1530 1535 

745 Trp He Glu Asn Leu Glu Val Asp Arg Leu Gin Arg Glu He Gin Tyr 

746 1540 1545 1550 

748 He Phe Pro Asn Ala Ser Arg Gin Glu Ser Phe Ser Ser He Leu Ala 

749 1555 1560 1565 
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751 Tyr Lys lie Pro Lys Glu Asp Val Gin Ser Leu Ser Gin Ser Phe Phe 

752 1570 1575 1580 

754 Lys Leu Glu Glu Ala Lys His Ala Phe Ala lie Glu Glu Tyr Ser Phe 

755 1585 1590 1595 1600 

757 Ser Gin Ala Thr Leu Glu Gin Val Phe Val Glu Leu Thr Lys Glu Gin 

758 1605 1610 1615 

760 Glu Glu Glu Asp Asn Ser Cys Gly Thr Leu Asn Ser Thr Leu Trp Trp 

761 1620 1625 1630 
763 Glu Arg Thr Gin Glu Asp Arg Val Val Phe 



764 




11 


535 








1640 


















1396 


<210> SEQ ID NO 


: 8 
























1397 


<211> LENGTH: 1543 
























1398 


<212> TYPE: 


PRT 


























1399 


<213> ORGANISM: 


Homo sapiens 


















1401 


<400> SEQUENCE: 


8 
























1402 


Met 


Asn 


Lys 


Met 


Ala 


Leu 


Ala 


Ser 


Phe 


Met 


Lys 


Gly 


Arg 


Thr 


Val 


He 


1403 


1 








5 










10 










15 




1405 


Gly 


Thr 


Pro 


Asp 


Glu 


Glu 


Thr 


Met 


Asp 


He 


Glu 


Leu 


Pro 


Lys 


Lys 


Tyr 


1406 








20 










25 










30 






1408 


His 


Glu 


Met 


Val 


Gly 


Val 


He 


Phe 


Ser 


Asp 


Thr 


Phe 


Ser 


Tyr 


Arg 


Leu 


1409 






35 










40 










45 








1411 


Lys 


Phe 


Asn 


Trp 


Gly 


Tyr 


Arg 


He 


Pro 


Val 


He 


Lys 


Glu 


His 


Ser 


Glu 


1412 




50 










55 










60 










1414 


Tyr 


Thr 


Glu 


His 


Cys 


Trp 


Ala 


Met 


His 


Gly 


Glu 


He 


Phe 


Cys 


Tyr 


Leu 


1415 


65 










70 










75 










80 


1417 


Ala 


Lys 


Tyr 


Trp 


Leu 


Lys 


Gly 


Phe 


Val 


Ala 


Phe 


Gin 


Ala 


Ala 


He 


Asn 


1418 










85 










90 










95 




1420 


Ala 


Ala 


He 


He 


Glu 


Val 


Thr 


Thr 


Asn 


His 


Ser 


Val 


Met 


Glu 


Glu 


Leu 


1421 








100 










105 










110 






1423 


Thr 


Ser 


Val 


He 


Gly 


He 


Asn 


Met 


Lys 


He 


Pro 


Pro 


Phe 


He 


Ser 


Lys 


1424 






115 










120 










125 








1426 


Gly 


Glu 


He 


Met 


Asn 


Glu 


Trp 


Phe 


His 


Phe 


Thr 


Cys 


Leu 


Val 


Ser 


Phe 


1427 




130 










135 










140 










1429 


Ser 


Ser 


Phe 


He 


Tyr 


Phe 


Ala 


Ser 


Leu 


Asn 


Val 


Ala 


Arg 


Glu 


Arg 


Gly 


1430 


145 










150 










155 










160 


1432 


Lys 


Phe 


Lys 


Lys 


Leu 


Met 


Thr 


Val 


Met 


Gly 


Leu 


Arg 


Glu 


Ser 


Ala 


Phe 


1433 










165 










170 










175 




E--> 1435 


Trp 


Leu 


Ser 


Trp 


Xaa 


Leu 


Thr 


Tyr 


He 


Cys 


Phe 


He 


Phe 


He 


Met 


Ser 


1436 








180 










185 










190 






1438 


He 


Phe 


Met 


Ala 


Leu 


Val 


He 


Thr 


Ser 


He 


Ser 


He 


Val 


Phe 


His 


Thr 


1439 






195 










200 










205 








1441 


Gly 


Phe 


Met 


Val 


He 


Phe 


Thr 


Leu 


Tyr 


Ser 


Leu 


Tyr Gly 


Leu 


Ser 


Leu 


1442 




210 










215 










220 










1444 


He 


Ala 


Leu 


Ala 


Phe 


Leu 


Met 


Ser 


Val 


Leu 


He 


Arg 


Lys 


Pro 


Met 


Leu 


1445 


225 










230 










235 










240 


1447 


Ala 


Gly 


Leu 


Ala 


Gly 


Phe 


Leu 


Phe 


Thr 


Val 


Phe 


Trp 


Gly 


Cys 


Leu 


Gly 


1448 










245 










250 










255 




1450 


Phe 


Thr 


Val 


Leu 


Tyr 


Arg 


Gin 


Leu 


Pro 


Leu 


Ser 


Leu 


Gly 


Trp 


Val 


Leu 


1451 








260 










265 










270 
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1453 Ser Leu Leu Ser Pro Phe Ala Phe Thr Ala Gly Met Ala Gin Val Thr 

1454 275 280 285 

1456 His Leu Asp Asn Tyr Leu Ser Gly Val lie Phe Pro Asp Pro Ser Gly 

1457 290 295 300 

1459 Asp Ser Tyr Lys Met lie Ala Thr Phe Phe lie Leu Ala Phe Asp Thr 

1460 305 310 315 320 

1462 Leu Phe Tyr Leu lie Phe Thr Leu Tyr Phe Glu Arg Val Leu Pro Asp 

1463 325 330 335 

1465 Lys Asp Gly His Gly Asp Ser Pro Leu Phe Phe Leu Lys Ser Ser Phe 

1466 340 345 350 

1468 Trp Ser Lys His Gin Asn Thr His His Glu He Phe Glu Asn Glu He 

1469 355 360 365 

1471 Asn Pro Glu His Ser Ser Asp Asp Ser Phe Glu Pro Val Ser Pro Glu 

1472 370 375 380 

1474 Phe His Gly Lys Glu Ala He Arg He Arg Asn Val He Lys Glu Tyr 

1475 385 390 395 400 

1477 Asn Gly Lys Thr Gly Lys Val Glu Ala Leu Gin Gly He Phe Phe Asp 

1478 405 410 415 

1480 He Tyr Glu Gly Gin He Thr Ala He Leu Gly His Asn Gly Ala Gly 

1481 420 425 430 

1483 Lys Ser Thr Leu Leu Asn He Leu Ser Gly Leu Ser Val Ser Thr Glu 

1484 435 440 445 

1486 Gly Ser Ala Thr He Tyr Asn Thr Gin Leu Ser Glu He Thr Asp Met 

1487 450 455 460 

1489 Glu Glu He Arg Lys Asn He Gly Phe Cys Pro Gin Phe Asn Phe Gin 

1490 465 470 475 480 

1492 Phe Asp Phe Leu Thr Val Arg Glu Asn Leu Arg Val Phe Ala Lys He 

1493 485 490 495 

1495 Lys Gly He Gin Pro Lys Glu Val Glu Gin Glu Val Lys Arg He lie 

1496 500 505 510 

1498 Met Glu Leu Asp Met Gin Ser He Gin Asp He He Ala Lys Lys Leu 

1499 515 520 525 

1501 Ser Gly Gly Gin Lys Arg Lys Leu Thr Leu Gly He Ala He Leu Gly 

1502 530 535 540 

1504 Asp Pro Gin Val Leu Leu Leu Asp Glu Pro Thr Ala Gly Leu Asp Pro 

1505 545 550 555 560 

1507 Phe Ser Arg His Arg Val Trp Ser Leu Leu Lys Glu His Lys Val Asp 

1508 565 570 575 

1510 Arg Leu He Leu Phe Ser Thr Gin Phe Met Asp Glu Ala Asp He Leu 

1511 580 585 590 

1513 Ala Asp Arg Lys Val Phe Leu Ser Asn Gly Lys Leu Lys Cys Ala Gly 

1514 595 600 605 

1516 Ser Ser Leu Phe Leu Lys Arg Lys Trp Gly He Gly Tyr His Leu Ser 

1517 610 615 620 

1519 Leu His Arg Asn Glu Met Cys Asp Thr Glu Lys He Thr Ser Leu He 

1520 625 630 635 640 

1522 Lys Gin His He Pro Asp Ala Lys Leu Thr Thr Glu Ser Glu Glu Lys 

1523 645 650 655 
1525 Leu Val Tyr Ser Leu Pro Leu Glu Lys Thr Asn Lys Phe Pro Asp Leu 
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1526 








660 










665 










670 






1528 


Tyr 


Ser 


Asp 


Leu 


Asp 


Lys 


Cys 


Ser 


Asp 


Gin 


Gly 


He 


Arg 


Asn 


Tyr 


Ala 


1529 






675 










680 










685 








1531 


Val 


Ser 


Val 


Thr 


Ser 


Leu 


Asn 


Glu 


Val 


Phe 


Leu 


Asn 


Leu 


Glu 


Gly 


Lys 


1532 




690 










695 










700 










1534 


Ser 


Ala 


He 


Asp 


Glu 


Pro 


Asp 


Phe 


Asp 


He 


Gly 


Lys 


Gin 


Glu 


Lys 


He 


1535 


705 










710 










715 










720 


1537 


His 


Val 


Thr 


Arg 


Asn 


Thr 


Gly 


Asp 


Glu 


Ser 


Glu 


Met 


Glu 


Gin 


Val 


Leu 


1538 










725 










730 










735 




1540 


Cys 


Ser 


Leu 


Pro 


Glu 


Thr 


Arg 


Lys 


Ala 


Val 


Ser 


Ser 


Ala 


Ala 


Leu 


Trp 


1541 








740 










745 










750 






1543 


Arg 


Arg 


Gin 


He 


Tyr 


Ala 


Val 


Ala 


Thr 


Leu 


Arg 


Phe 


Leu 


Lys 


Leu 


Arg 


1544 






755 










760 










765 








1546 


Arg 


Glu 


Arg 


Arg 


Ala 


Leu 


Leu 


Cys 


Leu 


Leu 


Leu 


Val 


Leu 


Gly 


He 


Ala 


1547 




770 










775 










780 










1549 


Phe 


He 


Pro 


He 


He 


Leu 


Glu 


Lys 


He 


Met 


Tyr 


Lys 


Val 


Thr 


Arg 


Glu 


1550 


785 










790 










795 










800 


1552 


Thr 


His 


Cys 


Trp 


Glu 


Phe 


Ser 


Pro 


Ser 


Met 


Tyr 


Phe 


Leu 


Ser 


Leu 


Glu 


1553 










805 










810 










815 




1555 


Gin 


He 


Pro 


Lys 


Thr 


Pro 


Leu 


Thr 


Ser 


Leu 


Leu 


He 


Val 


Asn 


Asn 


Thr 


1556 








820 










825 










830 






1558 


Gly 


Ser 


Asn 


He 


Glu 


Asp 


Leu 


Val 


His 


Ser 


Leu 


Lys 


Cys 


Gin 


Asp 


He 


1559 






835 










840 










845 








1561 


Val 


Leu 


Glu 


He 


Asp 


Asp 


Phe 


Arg 


Asn 


Arg 


Asn 


Gly 


Ser 


Asp 


Asp 


Pro 


1562 




850 










855 










860 










1564 


Ser 


Tyr 


Asn 


Gly 


Ala 


He 


He 


Val 


Ser 


Gly 


Asp 


Gin 


Lys 


Asp 


Tyr 


Arg 


1565 


865 










870 










875 










880 


1567 


Phe 


Ser 


Val 


Ala 


Cys 


Asn 


Thr 


Lys 


Lys 


Leu 


Asn 


Cys 


Phe 


Pro 


Val 


Leu 


1568 










885 










890 










895 




1570 


Met 


Gly 


He 


Val 


Ser 


Asn 


Ala 


Leu 


Met 


Gly 


He 


Phe 


Asn 


Phe 


Thr 


Glu 


1571 








900 










905 










910 






1573 


Leu 


He 


Gin 


Thr 


Glu 


Ser 


Thr 


Ser 


Phe 


Ser 


Arg 


Asp 


Asp 


He 


Val 


Leu 


1574 






915 










920 










925 








1576 


Asp 


Leu 


Gly 


Phe 


He 


Asp 


Gly 


Ser 


He 


Phe 


Leu 


Leu 


Leu 


He 


Thr 


Asn 


1577 




930 










935 










940 










1579 


Cys 


Val 


Ser 


Pro 


Phe 


He 


Gly 


Met 


Ser 


Ser 


He 


Ser 


Asp 


Tyr 


Lys 


Lys 


1580 


945 










950 










955 










960 


1582 


Asn 


Val 


Gin 


Ser 


Gin 


Leu 


Trp 


He 


Ser 


Gly 


Leu 


Trp 


Pro 


Ser 


Ala 


Tyr 


1583 










965 










970 










975 




1585 


Trp 


Cys 


Gly 


Gin 


Ala 


Leu 


Val 


Asp 


He 


Pro 


Leu 


Tyr 


Phe 


Leu 


He 


Leu 


1586 








980 










985 










990 






1588 


Phe 


Ser 


He 


His 


Leu 


He 


Tyr 


Tyr 


Phe 


He 


Phe 


Leu 


Gly 


Phe 


Gin 


Leu 


1589 






995 








1000 








1005 








1591 


Ser 


Trp 


Glu 


Leu 


Met 


Phe 


Val 


Leu 


Val 


Val 


Cys 


He 


He 


Gly 


Cys 


Ala 


1592 


1010 








1015 








1020 










1594 


Val 


Ser 


Leu 


He 


Phe 


Leu 


Thr 


Tyr 


Val 


Leu 


Ser 


Phe 


He 


Phe 


Arg 


Lys 


1595 


1025 






1030 








1035 








1040 


1597 


Trp 


Arg 


Lys 


Asn 


Asn 


Gly 


Phe 


Trp 


Ser 


Phe 


Gly 


Phe 


Phe 


He 


He 


Leu 


1598 








1045 








1050 








1055 
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1600 lie Cys Val Ser Thr lie Met Val Ser Thr Gin Tyr Glu Lys Leu Asn 

1601 1060 1065 1070 

1603 Leu lie Leu Cys Met lie Phe lie Pro Ser Phe Thr Leu Leu Gly Tyr 

1604 1075 1080 1085 

1606 Val Met Leu Leu lie Gin Leu Asp Phe Met Arg Asn Leu Asp Ser Leu 

1607 1090 1095 1100 

1609 Asp Asn Arg lie Asn Glu Val Asn Lys Thr lie Leu Leu Thr Thr Leu 

1610 1105 1110 1115 1120 

1612 lie Pro Tyr Leu Gin Ser Val lie Phe Leu Phe Val lie Arg Cys Leu 

1613 1125 1130 1135 

1615 Glu Met Lys Tyr Gly Asn Glu lie Met Asn Lys Asp Pro Val Phe Arg 

1616 1140 1145 1150 

1618 lie Ser Pro Arg Ser Arg Glu Thr His Pro Asn Pro Glu Glu Pro Glu 

1619 1155 1160 1165 

1621 Glu Glu Asp Glu Asp Val Gin Ala Glu Arg Val Gin Ala Ala Asn Ala 

1622 1170 1175 1180 

1624 Leu Thr Ala Pro Asn Leu Glu Glu Glu Pro Val lie Thr Ala Ser Cys 

1625 1185 1190 1195 1200 

1627 Leu His Lys Glu Tyr Tyr Glu Thr Lys Lys Ser Cys Phe Ser Thr Arg 

1628 1205 1210 1215 

1630 Lys Lys Lys lie Ala lie Arg Asn Val Ser Phe Cys Val Lys Lys Gly 

1631 1220 1225 1230 

1633 Glu Val Leu Gly Leu Leu Gly His Asn Gly Ala Gly Lys Ser Thr Ser 

1634 1235 1240 1245 

1636 lie Lys Met lie Thr Gly Cys Thr Lys Pro Thr Ala Gly Val Val Val 

1637 1250 1255 1260 

1639 Leu Gin Gly Ser Arg Ala Ser Val Arg Gin Gin His Asp Asn Ser Leu 

1640 1265 1270 1275 1280 

1642 Lys Phe Leu Gly Tyr Cys Pro Gin Glu Asn Ser Leu Trp Pro Lys Leu 

1643 1285 1290 1295 

1645 Thr Met Lys Glu His Leu Glu Leu Tyr Ala Ala Val Lys Gly Leu Gly 

1646 1300 1305 1310 

1648 Lys Glu Asp Ala Ala Leu Ser lie Ser Arg Leu Val Glu Ala Leu Lys 

1649 1315 1320 1325 

1651 Leu Gin Glu Gin Leu Lys Ala Pro Val Lys Thr Leu Ser Glu Gly lie 

1652 1330 1335 1340 

1654 Lys Arg Lys Leu Cys Phe Val Leu Ser lie Leu Gly Asn Pro Ser Val 

1655 1345 1350 1355 1360 

1657 Val Leu Leu Asp Glu Pro Phe Thr Gly Met Asp Pro Glu Gly Gin Gin 

1658 1365 1370 1375 

1660 Gin Met Trp Gin lie Leu Gin Ala Thr Val Lys Asn Lys Glu Arg Gly 

1661 1380 1385 1390 

1663 Thr Leu Leu Thr Thr His Tyr Met Ser Glu Ala Glu Ala Val Cys Asp 

1664 1395 1400 1405 

1666 Arg Met Ala Met Met Val Ser Gly Thr Leu Arg Cys lie Gly Ser He 

1667 1410 1415 1420 

1669 Gin His Leu Lys Asn Lys Phe Gly Arg Asp Tyr Leu Leu Glu He Lys 

1670 1425 1430 1435 1440 
1672 Met Lys Glu Pro Thr Gin Val Glu Ala Leu His Thr Glu He Leu Lys 
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1673 
1675 
1676 
1678 
1679 
1681 
1682 
1684 
1685 
1687 
1688 
1690 
1691 
1695 
1696 

E--> 1697 
1698 
1700 
1701 
1702 
1703 
1706 
1707 

E--> 1708 
1709 
1711 
1712 
1713 
1714 
1717 
1718 

E--> 1719 
1720 
1722 
1723 
1724 
1725 
1726 
1729 
1730 

E--> 1731 
1732 
1734 
1735 
1736 
1737 
1740 
1741 

E--> 1742 



1445 1450 
Leu Phe Pro Gin Ala Ala Trp Gin Glu Arg Tyr 

1460 1465 
Tyr Lys Leu Pro Val Glu Asp Val His Pro Leu 

1475 1480 
Lys Leu Glu Ala Met Lys Gin Thr Phe Asn Leu 

1490 1495 
Ser Gin Ala Thr Leu Glu Gin Val Phe Leu Glu 
1505 1510 1515 

Glu Leu Gly Asn Val Asp Asp Lys lie Asp Thr 

1525 1530 
Leu Leu Pro Gin Glu Asp Pro 
1540 

<210> SEQ ID NO: 9 
<211> LENGTH: 130 
<212> TYPE: ADN 

<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 9 

ctgctggagt aggcacccat ttaaagaaaa aatgaagaag 

tcgttaccta gacaaacaga gaactggttt tgacagtgtt 

tttcctgaca 

<210> SEQ ID NO: 10 

<211> LENGTH: 141 

<212> TYPE: ADN 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 10 

gttgtgttcc accatgatta ctttctcctt cagcgaatag 

aaaagcgtgt atcagcaaac caaagcactt ctgtgcaaga 

atgaaaagag agagcttatt g 

<210> SEQ ID NO: 11 

<211> LENGTH: 205 

<212> TYPE: ADN 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 11 

gaatggggcc tctcaatact tctaggactg tgtattgctc 

aatgtccagt ttcctggaat ggctcctcag aatctgggaa 

tcttctttaa tggttgtgta tacaccaata tctaatttaa 

acagcacttg ctcctctttt gaaag 

<210> SEQ ID NO: 12 

<211> LENGTH: 159 

<212> TYPE: ADN 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 12 

gaacaagtgt cattggggca ccaaataaaa cacacatgga 
taccatatgc tatgggaatc atctttaatg aaactttctc 
agggatataa cagtccactt tggaaagaag atttctcag 
<210> SEQ ID NO: 13 
<211> LENGTH: 104 
<212> TYPE: ADN 



1455 

Ser Ser Leu Met Ala 
1470 

Ser Arg Ala Phe Phe 
1485 

Glu Glu Tyr Ser Leu 
1500 

Leu Cys Lys Glu Gin 
1520 

Thr Val Glu Trp Lys 
1535 



cagcaataaa gaagttgtaa 
tctagagtgc tttttattat 



gctaaatgaa tatgaaacag 
attttcttaa gaaatggagg 



tgttttccag ttccatgaga 
gggtagataa atttaatagc 
cccagcagat aatgaataaa 



cgaaatactt ctggaaaatt 
ttataagtta atatttttcc 



60 

120 

130 



60 

120 

141 



60 
120 
180 
205 



60 

120 

159 
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1743 <213> ORGANISM: Homo sapiens 

1745 <400> SEQUENCE: 13 

1746 ctcattgctg ggatggatat ggtgagtttt catgtacatt gaccaaatac tggaatagag 60 

1747 gatttgtggc tttacaaaca gctattaata ctgccattat agaa 104 

1750 <210> SEQ ID NO: 14 

1751 <211> LENGTH: 227 
E--> 1752 <212> TYPE: ADN 

1753 <213> ORGANISM: Homo sapiens 

1755 <400> SEQUENCE: 14 

1756 atcacaacca atcaccctgt gatggaggag ttgatgtcag ttactgctat aactatgaag 60 

1757 acattacctt tcataactaa aaatcttctt cacaatgaga tgtttatttt attcttcttg 120 

1758 cttcatttct ccccacttgt atattttata tcactcaatg taacaaaaga gagaaaaaag 180 

1759 totaagaatt tgatgaaaat gatgggtctc caagattcag cattctg 227 

1762 <210> SEQ ID NO: 15 

1763 <211> LENGTH: 142 
E--> 1764 <212> TYPE: ADN 

1765 <213> ORGANISM: Homo sapiens 

1767 <400> SEQUENCE: 15 

1768 gctctcctgg ggtctaatct atgctggctt catctttatt atttccatat tcattacaat 60 

1769 tatcataaca ttcacccaaa ttatagtcat gactggcttc atggtcatat ttatactctt 120 

1770 ttttttatat ggcttatctt tg 142 

1773 <210> SEQ ID NO: 16 

1774 <211> LENGTH: 186 
E--> 1775 <212> TYPE: ADN 

1776 <213> ORGANISM: Homo sapiens 

1778 <400> SEQUENCE: 16 

1779 gtagctttgg tgttcctgat gagtgtgctg ttaaagaaag ctgtcctcac caatttggtt 60 

1780 gtgtttctcc ttaccctctt ttggggatgt ctgggattca ctgtatttta tgaacaactt 120 

1781 ccttcatctc tggagtggat tttgaatatt tgtagccctt ttgcctttac tactggaatg 180 

1782 attcag 186 

1785 <210> SEQ ID NO: 17 

1786 <211> LENGTH: 148 
E--> 1787 <212> TYPE: ADN 

1788 <213> ORGANISM: Homo sapiens 

1790 <400> SEQUENCE: 17 

1791 attatcaaac tggattataa cttgaatggt gtaatttttc ctgacccttc aggagactca 60 

1792 tatacaatga tagcaacttt ttctatgttg cttttggatg gtctcatcta cttgctattg 120 

1793 gcattatact ttgacaaaat tttaccct 148 

1796 <210> SEQ ID NO: 18 

1797 <211> LENGTH: 169 
E--> 1798 <212> TYPE: ADN 

1799 <213> ORGANISM: Homo sapiens 

1801 <400> SEQUENCE: 18 

1802 atggagatga gcgccattat tctcctttat ttttcttgaa ttcatcatct tgtttccaac 60 

1803 accaaaggac taatgctaag gttattgaga aagaaatcga tgctgagcat ccctctgatg 120 

1804 attattttga accagtagct cctgaattcc aaggaaaaga agccatcag 169 

1807 <210> SEQ ID NO: 19 

1808 <211> LENGTH: 59 
E~-> 1809 <212> TYPE: ADN 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/00 5 , 3 3 8 



DATE: 12/14/2001 
TIME: 11:07:27 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 



1810 <213> ORGANISM: Homo sapiens 

1812 <400> SEQUENCE: 19 

1813 aatcagaaat gttaagaagg aatataaagg aaaatctgga aaagtggaag cattgaaag 59 

1816 <210> SEQ ID NO: 20 

1817 <211> LENGTH: 111 
E--> 1818 <212> TYPE: ADN 

1819 <213> ORGANISM: Homo sapiens 

1821 <400> SEQUENCE: 20 

1822 gcttgctctt tgacatatat gaaggtcaaa tcacggcaat cctgggtcac agtggagctg 60 

1823 gcaaatcttc actgctaaat attcttaatg gattgtctgt tccaacagaa g 111 

1826 <210> SEQ ID NO: 21 

1827 <211> LENGTH: 176 
E--> 1828 <212> TYPE: ADN 

1829 <213> ORGANISM: Homo sapiens 

1831 <400> SEQUENCE: 21 

1832 gatcagttac catctataat aaaaatctct ctgaaatgca agacttggag gaaatcagaa 60 

1833 agataactgg cgtctgtcct caattcaatg ttcaatttga catactcacc gtgaaggaaa 120 

1834 acctcagcct gtttgctaaa ataaaaggga ttcatctaaa ggaagtggaa caagag 176 

1837 <210> SEQ ID NO: 22 

1838 <211> LENGTH: 120 
E--> 1839 <212> TYPE: ADN 

1840 <213> ORGANISM: Homo sapiens 

1842 <400> SEQUENCE: 22 

1843 gtacaacgaa tattattgga attggacatg caaaacattc aagataacct tgctaaacat 60 

1844 ttaagtgaag gacagaaaag aaagctgact tttgggatta ccattttagg agatcctcaa 120 

1847 <210> SEQ ID NO: 23 

1848 <211> LENGTH: 139 
E--> 1849 <212> TYPE: ADN 

1850 <213> ORGANISM: Homo sapiens 

1852 <400> SEQUENCE: 23 

1853 attttgcttt tagatgaacc aactactgga ttggatccct tttccagaga tcaagtgtgg 60 

1854 agcctcctga gagagcgtag agcagatcat gtgatccttt tcagtaccca gtccatggat 120 

1855 gaggctgaca tcctggctg 139 

1858 <210> SEQ ID NO: 24 

1859 <211> LENGTH: 91 
E--> 1860 <212> TYPE: ADN 

1861 <213> ORGANISM: Homo sapiens 

1863 <400> SEQUENCE: 24 

1864 atagaaaagt gatcatgtcc aatgggagac tgaagtgtgc aggttcttct atgtttttga 60 

1865 aaagaaggtg gggtcttgga tatcacctaa g 91 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/005,338 



DATE: 12/14/2001 
TIME: 11:07:28 



L: 
L: 
L : 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L : 
L: 
L: 
L: 
L : 
L: 
L : 
L: 
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10 M:2 
19 M:3 
136 M: 
233 M: 
341 M: 
670 M: 
1435 M 
1697 M 
1708 M 
1719 M 
1731 M 
1742 M 
1752 M 
1764 M 
1775 M 
1787 M 
1798 M 
1809 M 
1818 M 



1828 M 
1839 M 
1849 M 
1860 M 
1870 M 
1881 M 
1891 M 
1903 M 
1914 M 
1925 M 
1936 M 
1946 
1957 
1967 
1977 
1987 
1997 
2008 M 
2018 M 
2028 M 
2039 M 
2049 M 
2059 M 
2069 M 
2080 M 
2090 M 
2099 M 
2114 M 
2125 M 



70 C: 
10 E: 
310 E 
310 E 
310 E 
340 E 
:340 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
:310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
:310 
: 310 
: 310 
: 310 
: 310 
:310 
: 310 
: 310 
: 310 
: 310 
:310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 
: 310 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 

Current Application Number differs, Replaced Current Application Number 
(3) Wrong or Missing Sequence Type, TYPE: 
(3) Wrong or Missing Sequence Type, TYPE: 
(3) Wrong or Missing Sequence Type, TYPE: 
(3) Wrong or Missing Sequence Type, TYPE: 
(46) " n" or "Xaa" used: Feature required, 
46) "n" or "Xaa" used: Feature required, 



for SEQ ID#:5 
for SEQ ID# : 8 
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VERIFICATION SUMMARY DATE: 12/14/2001 

PATENT APPLICATION: US/10/00 5 f 3 3 8 TIME: 11:07:28 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\12142001\I005338.raw 



L 


2135 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L 


2147 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE : 


L 


2158 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE : 


L 


2168 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L 


2180 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 



file://C:\Crf3\Outholcf\VsrI005338.htm 



12/14/01 



